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18 2A 38 4 H 58 6 B 7A 84 9HR |10A8|118|12A| %

adeno virus| 0 0 4 2 0 2 3 0 0 2 0 1 14
adeno virus2 1 0] 2 3 7 5 4 2 1 2 2 0] 29
adeno virus3 0 O O 1 0 3 3 4 2 6} 5 6 24
adeno virus4 0 0 1 0 1 3 1 0 1 2 0 1 10
adeno virusb [0) [0) 1 1 [0) 0] 0] 0] 0] 2 1 0] 5
adeno virus37 O O 0 0 0 1 0 0 6} 0 O 0 1
adeno virus40/41 0 0 3 3 1 1 0 1 1 0 1 2 13
adeno virusb3 [0) [0) [0) [0) [0) 0] [0) [0) 1 3 ) 0 4
adeno virusb4 O O O O 0 0 0 0 1 0 0 0 1
adeno virus_untype [¢] 1 0] [0] 0] 3 0] 0] 0] 0] 1 2 7
HCoV-HKU1 [0) [0) [0) [0) 1 1 0] 0] 0] 0] 0] 1 3
HCoV-NL63 0] 5 4 1 0] 0] 0 ) ) ) ) 0 10
HCoV-0C43 2 3 2 0 0 1 0 0 0 1 1 0 10
human metapneumo virus 5 5 18 8 2 2 0 0 0 0 0 1 41
boca virus 1 1 0 4 6 4 2 0 0 O 0 0 18
RSA 5 2 5 0 1 1 0 2 6 6 5 5 38
RSB 1 1 2 0] 0] 0 1 7 1 3 7 4 27
RS_untype [0) 1 1 0] 0] 0] 0] 0 0 0 2 4 8
influenza virusAH1pdmO09 0 0 0 (6] 0 0 0 0 0 0 0 2 2
influenza virusAH3 71 26 8 2 0 0 0 0] 0] 1 0] 6| 114
influenza virusB 5 6 16 4 6] 6] 0] 1 0] 0] 3 3 38
parainfluenza virus1 0 0 0 0 0 1 0 1 1 0 0 0 3
parainfluenza virus3 [0) [0) [0) [0) 6 24 9 3 0] 0] 0] 0 42
parainfluenza virus4 1 2 0] 1 1 2 5 0] 0] 1 1 0] 14
rhino virusA 0 1 0 0 1 2 2 0 6] 2 0 0 8
rhino virusC [0) [0) [0) [0) 1 1 0] 0] 0] 1 0] 0 3
rhino virus_untype 5 12 19 17 15 18 17 8 13 9 22 12| 167
coxckie virusA4 0 0 0 0 0 0 0 0 1 0 0 0 1
coxckie virusAb [0) [0) [0) [0) 0] [0) [0) 1 [0) ) 0 0] 1
coxckie virusA6 O 0 2 3 0 8 49 24 5 4 6] 0 95
coxckie virusA9 0 0 1 0 1 1 1 5 1 3 0 1 14
coxckie virusA10 [0) (0] [0) 0] 3 3 9 3 2 ) 0 ) 20
coxckie virusA16 3 5 4 7 4 12 10 0 1 0 0 0 46
coxckie virusB3 0 0 (6] 0 0 0 5 0 1 6] 0 0 6
coxckie virusB5 [0) (0] 0] 1 0] 1 4 3 0] 3 3 0 15
echo virus3 O O O 0 0 0 1 0 0 0 0 0 1
echo virus6 0 0 0 0 0 2 0 1 1 0 0 0 4
echo virus16 [0) [0) 0] 0] 0] 2 [S] 2 2 [0) 0 0 12
echo virus18 0] 0] 0] 3 1 8 4 8 1 1 0 0 26
echo virus25 0 0 (6] 0 0 0 0 0 0 1 0 0 1
parecho virus|1 [0) [0) [0) 1 1 1 [0) 1 0] 0] 0 0] 4
parecho virus_untype (6] (6] (6] (6] (6] 1 2 1 1 (6] (6] (6] 5
entero virus-D68 0 0 0 0 0 0 0 4 5 2 0 0 11
entero virus71 1 [0) [0) 0] 0] 0] [0) 0] 0] 0] 0 ) 1
Aichi virus 0] 0] 0] 1 0] 0] 0 0 0 ) 0 0 1
hepatitisA virus 1 0] [0] [0] 0] 0] 0] 1 2 1 1 0] 6
noro virusG1 [0) 0] 0] 0] 5 2 0] 0] 1 1 0] 0 9
noro virusG2 7 6 9 1 0 3 2 0 1 5 4 2 40
noro virusG2-3 0 0 0 0 0 1 0 0 0 0 4 1 6
noro virusG2-4 2 1 0 2 2 0 1 0] 0] 2 13 15 38
noro virusG2-17 1 2 0 0 1 O 6] 0 0 0 6] 1 5
noro virus_untype 0 0 0 0 0 6] 0 0 6] 0 0 1 1
sapo virusG2 1 0 1 0 0 1 0 0 0 0 0 1 4
sapo virus_untype 1 2 2 5 (6] (6] 1 (6] (6] 2 3 3 19
astro virus_Type2 0 0 0 0 1 0 0 0 0 0 0 0 1
astro virus_untype 0 0 0 4 2 4 0 0 0 1 0 0 11
rota virusA 1 1 4 9 O 1 0 0 1 0 3 1 21
rota virusAG1 0 2 3 4 1 0 0 0 0 0 0 0 10
rota virusAG2 1 2 1 [0) 0] 0] 0] 0] 0] 0 0] 0] 4
rota virusAG9 0] 0] 4 4 0] 1 0 0] 1 ) 0 0 10
Reo virus?2 [0) [0) [0) [0) [0) [0) [0) 1 0 0 0 0 1
dengue virus| [0) [0) 1 1 2 1 1 0] 0] 0] 0] 0] [S]
dengue virus?2 (6] (0] (6] 2 (6] (6] (6] 1 1 (6] (6] (6] 4
dengue virus3 0 0 0 0 0 0 1 1 0 0 0 0 2
dengue virus4 [¢] [¢] [¢] 0] [0] [0] 0] 0] 1 0] 1 0] 2
human herpes virus1 1 (6] (6] (6] (6] 1 (0] (6] (6] 3 (6] (6] 5
human herpes virus6B 0 0 0 1 0 0 0 0 0 0 0 0 1
human herpes virus6_untyp 1 [0) [0) 2 1 1 0] 3 0 0 1 ) 9
measles virusD8 O 0 0 0 0 0 3 0 0 0 6} o) 3
measles virusA 0 0 0 1 0 0 0 0 0 0 0 0 1
measles virus_untype 0 0 0 0 0 0 0 2 0 0 0 0 2
human parvo virusB19 (0] 1 (6] (6] 1 3 1 (6] 3 2 (6] 2 13
mumps virus_genotypeG 0 0 0 0 3 1 1 8 0 3 3 3 22
mumps virus 0] 0] 0] 1 1 0] 0] 0] 0] 0] 0] 2 4
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&2 Fhoplv LA kEE (2015.1 ~12)

Fi () Ok | 1m | 2m | 3 | 4 | 5mk | 6 | 7% | 8 | 9w |10~ 145 16mELE] A& B
adeno virus_untype 0 5 0 0 0 1 0 1 0 0 0 0 0 7
adeno virus| 3 7 2 0 0 1 0 0 1 0 0 0 0 14
adeno virus2 2 22 1 0 3 1 0 0 0 0 0 0 0 29
adeno virus3 4 6 0 6 1 2 3 0 0 0 0 2 0 24
adeno virus4 0 2 0 2 1 1 0 0 0 1 2 1 0 10
adeno virusb 2 0 0 1 1 1 0 0 0 0 0 0 0 5
adeno virus37 0 0 0 0 0 1 0 0 0 0 0 0 0 1
adeno virus40/41 2 7 0 0 2 0 1 0 0 1 0 0 0 13
adeno virusb3 0 0 0 0 0 0 0 0 0 0 0 4 0 4
adeno virusb4 0 0 0 0 0 0 0 0 0 0 0 1 0 1
HCoV-HKU1 1 0 2 0 0 0 0 0 0 0 0 0 0 3
HCoV-NL63 9 0 1 0 0 0 0 0 0 0 0 0 0 10
HCoV-0C43 6 1 1 0 0 0 0 0 0 0 1 1 0 10
human metapneumo virus 12 10 7 4 3 3 2 0 0 0 0 0 0 41
boca virus 4 13 1 0 0 0 0 0 0 0 0 0 0 18
RSA 10 12 8 3 1 1 0 1 0 0 2 0 0 38
RSB 8 8 3 2 2 0 0 0 1 0 1 1 1 27
RS_untype 4 1 1 2 0 0 0 0 0 0 0 0 0 8
influenza virusAH1pdm09 0 0 0 0 0 0 0 0 0 1 0 1 0 2
influenza virusAH3 4 11 6 7 4 7 5 7 2 1 22 38 0 114
influenza virusB 1 0 2 1 1 3 2 3 3 1 8 13 0 38
parainfluenza virus1 1 0 1 0 1 0 0 0 0 0 0 0 0 3
parainfluenza virus3 22 14 2 2 1 0 0 1 0 0 0 0 0 42
parainfluenza virus4 1 5 5 2 0 0 0 0 0 0 0 1 0 14
rhino virusA 3 3 0 1 0 0 0 0 0 0 1 0 0 8
rhino virusC 1 1 0 1 0 0 0 0 0 0 0 0 0 3
rhino virus_untype 58 42 21 6 11 8 4 1 1 4 5 3 3 167
coxckie virusA4 0 0 1 0 0 0 0 0 0 0 0 0 0 1
coxckie virusAb 0 1 0 0 0 0 0 0 0 0 0 0 0 1
coxckie virusA6 25 37 10 12 5 2 0 0 0 0 0 4 0 95
coxckie virusA9 7 4 2 1 0 0 0 0 0 0 0 0 0 14
coxckie virusA10 5 3 5 3 1 0 0 1 0 0 2 0 0 20
coxckie virusA16 7 9 11 6 8 1 1 2 1 0 0 0 0 46
coxckie virusB3 5 0 0 0 0 0 0 0 0 0 1 0 0 6
coxckie virusB5 9 2 1 0 0 0 0 0 0 0 0 1 2 15
echo virus3 1 0 0 0 0 0 0 0 0 0 0 0 0 1
echo virus6 1 0 1 0 1 1 0 0 0 0 0 0 0 4
echo virus16 7 2 1 0 0 0 0 0 0 0 2 0 0 12
echo virus18 12 7 0 0 1 0 4 0 0 0 1 1 0 26
echo virus25 1 0 0 0 0 0 0 0 0 0 0 0 0 1
parecho virus_untype 2 0 1 0 1 0 0 0 0 0 1 0 0 5
parecho virus| 3 1 0 0 0 0 0 0 0 0 0 0 0 4
entero virus-D68 5 2 1 2 1 0 0 0 0 0 0 0 0 11
entero virus71 0 0 0 0 0 0 1 0 0 0 0 0 0 1
Aichi virus 0 0 0 0 0 1 0 0 0 0 0 0 0 1
hepatitisAvirus 0 0 0 0 0 0 0 0 0 0 1 5 0 6
noro virusG1 2 0 0 0 1 1 1 1 0 0 0 2 1 9
noro virusG2 5 10 10 0 4 1 3 0 0 2 2 1 2 40
noro virusG2-17 0 1 0 0 1 0 0 0 0 0 0 3 0 5
noro virusG2-3 1 1 0 0 2 0 1 1 0 0 0 0 0 6
noro virusG2-4 6 14 9 2 4 2 1 0 0 0 0 0 0 38
noro virus_untype 0 1 0 0 0 0 0 0 0 0 0 0 0 1
sapo virusG2 1 3 0 0 0 0 0 0 0 0 0 0 0 4
sapo virus_untype 1 7 4 2 1 0 1 1 1 1 0 0 0 19
astro virus_Type2 0 0 0 1 0 0 0 0 0 0 0 0 0 1
astro virus_untype 1 3 0 3 2 1 1 0 0 0 0 0 0 11
rota virusA 2 7 4 1 3 0 0 2 0 1 1 0 0 21
rota virusAG1 0 5 2 0 2 0 0 0 0 0 1 0 0 10
rota virusAG2 0 2 1 0 0 1 0 0 0 0 0 0 0 4
rota virusAG9 2 4 4 0 0 0 0 0 0 0 0 0 0 10
Reo virus2 0 0 0 0 0 0 0 0 1 0 0 0 0 1
dengue virus| 0 0 0 0 0 0 0 0 0 0 0 6 0 6
dengue virus2 0 0 0 0 0 0 0 0 0 0 0 4 0 4
dengue virus3 0 0 0 0 0 0 0 0 0 0 1 1 0 2
dengue virus4 0 0 0 0 0 0 0 0 0 0 0 2 0 2
human herpes virus1 2 0 1 1 0 0 0 0 0 1 0 0 0 5
human herpes virus6B 0 0 1 0 0 0 0 0 0 0 0 0 0 1
human herpes virus6_untype 5 4 0 0 0 0 0 0 0 0 0 0 0 9
measles virusD8 0 0 0 0 0 0 0 0 0 0 0 0 3 3
measles virusA 0 1 0 0 0 0 0 0 0 0 0 0 0 1
measles virus_untype 0 0 0 0 0 0 0 0 0 0 0 2 0 2
human parvo virusB19 0 0 0 0 2 2 2 0 0 0 1 5 1 13
mumps virus 0 0 0 0 1 1 0 0 0 0 2 0 0 4
mumps virus_genotypeG 0 3 0 2 1 7 3 1 1 3 1 0 0 22
B 276| 304| 134 76 74 51 36 23 12 17 59 103 13 1178
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VIR 52.2% (293/561), ff - [EH 47.9% (280/585) Tdh > 7o, i I M5 M
B & sl S Nz BEBR DO FHEL AR TH 255, 74V ABMERIZEE AT 11.3%
(22/194) . SEEEBEIEAE T 11.1% (8/72) LA&H - 7,

(2) EER

AR D L WIRBICOWTIRADIEEZ 2 5 &, b % WERMEE G R OBIE Tl -
ERER2Y94.2% (355/377) %z, Btk 57.5% (204/355) TH o7, FXER
TIEFICEI - Bk 62.4% (229/367), MHEEIAWIK 21.0% TH D, BHERIZ 2
NZN75.5% (173/229), 50.6% (39/77) THotlzy 4 ¥ 7 NIV FTIZEI - B
RO 78.7% (166/211) b % <. BlE#IEL 81.9% (136/166) TH -7, fiil> T,
DS, MHEIR RS Z 3 9.0% (19/211), 8.1% (17/211) TH 1., BEHEFRIZ
ZNZFN36.8% (7/19), 70.6% (12/17) TH -7z, FIEIVETIZMHIERIE A 73.1
% (125/171) Z# 5O TED, B 86.4% (108/125) TH o, R\ TE - EIGK
W 12.3% (21/171), BaME3 85.7% (18/21) TH-7-,

(L& AR)
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&3 AR - KREBIREHEE U1V G

&84/8 1 2 3 4 5 6 7 8
AYINIVY 88(76) 48(34) 37(24) 97 m
AH3(71) B(5) AH3(26) B(6) hMPV(1) AH3(8) B(16) AH3(2) B(4) B(1)
RhinoA(1) RS_untype(1) <2 Rhino_untype(1)
B>
it 2(0) 2(0) 5(5) 4(4) 4(4) 81 5(4) 4(4)
Ad2(2) Ad4(1) Ad5(1) Ad2(3) Ad3(1) Ad2(4) Ad_untype(1) Ad3(2) Ad3(3) Ad4(1) Ad3(4)
RS_untype(1) Ad37(1) Ad4(2)
Rhino_untype(1)
BRUEEEA 29(15) 27(16) 49(26) 47(35) 29(15) 25(14) 24(6) 15(6)
HCoV-0C43(1) NVG2(7) NVG2(6) NVG2-17(2) NVG2-| Ad1(2) Ad40/41(3) NVG2(8)] Ad1(1) Ad40/41(3) Ad40/41(1) Astro_Type2(1) | Ad1(1) Ad2(1) Ad40/41(1) | CAT6(1) CAB(1) NVG2(2) | Ad40/41(1) CAB(2) E18(1)
NVG2-17(1) NVG2-4(2) 4(1) Rhino_untype(1) RotaA(2) RotaAG1(3) Astro_untype(4) CA16(1)  JAstro_untype(2) CATO0(1)  JAstro_untype(3) CB5(1) NVG2-4(1) RhinoA(1) EV-D68(2)
RotaA(1) RotaAG2(1) RotaA(1) RotaAG1 (2) RotaAG2(1) RotaAGI(4) 18(1) Mumps(1) NVG2(1)  |NVGT(5) NVG2-17(1) NVG2- |E18(2) NVGT(1) NVG2(3) | Sapo_untype(1) <«c2E#i1>>
Sapo_untype(1) SapoG2(1) JRotaAG2(2) Sapo_untype(2) |Sapo_untype(2) SapoG2(1) |NVG2-4(2) Rhino_untype(2) |4(2) HPev1(1) RotaAGI(1) INVG2-3(1) HPeV1(1)
<<2EH1>> RotaA(9) RotaAG]1(4) RotaA(1) RotaAGO(1)
RotaAG9(4) Sapo_untype(5) SapoG2(1) «2&H2>»> <«3§
<<2EH3>> #1>>
*E 1(0)
FROA 4(4) 6(5) 8(6) 12(11) 8(6) 20(19) 66(55) 30(25)
CA16(3) EVT1(1) CA16(4) PIV4(1) CA16(4) CAB(2) CA16(6) CAB(3) E18(1) CA16(4) E18(1) CA16(10) CAB(6) E16(1) CAT0(3) CA16(7) CA6(37) | CAB(19) CA9(3) CB5(1)
Rhino_untype(2) <<2&#1>> |Rhino_untype(1) 18(1) RhinoA(2) RninoC(1) JCB5(1) E16(1) E18(1) E3(1) |E18(1) Rhino_untype(1)
<2BH§2>> HPeV_untype(1) RSB(1) «2B# 1>
Rhino_untype(7) RhinoA(1)
<2E#5>
A F—F m M 5(2) 2(1) 6(2) 11(4) 8(8) 9(5)
Rhino_untype(1) CA16(1) CA9(1) Rhino_untype(1) Rhino_untype(1) CA10(2) CA10(3) CAB(1) Ad1(1) CA10(1) CAB(5) CA10(2) CA5(1) CAB(2)
Rhino_untype(l)
RUh 8(0) 11(0) 9(0) 17(3) 10(0) 15(3) 10(3) 19(8)
HHV6_untype(2) ParvoB19(3) measlesDB(3) E16(1) E18(1)
measlesA(1) HHV6_untype(3) HPeV1(1)
measles_untype(2)
HPeV_untype(1) <«2E#1>>
TR TR 100 10) 8(4) 2(0) 2(1) 100)
Mumps(1) Mumps_genotypeG(1)
Mumps_genotypeG(3)
[ 100 7(0) 5(0) 6(0) 2(0) 30 1) 9(2)
HBov(1) Rhino_untype(1) | CA10(1) CA10(1) Reo virus2(1)
<2EH1>>
fiiid o0 2(0) 7(0) 10(0) 8(0) 10(3) 13(4) 20(5) 24(14)
Ad2(1) Rhino_untype(2) Astro_untype(1) CA16(1) CB5(3) E16(2) CB5(2) E18(4)
E18(2) HPeV_untype(1) «2E#1>> |Mumps_genotypeG(8)
Mumps_genotypeG(1) <2
51>
OR% - ERE% 3(m 8(2) 9(5) 4(3) 8(5) 15(9) 9(2) 7(2)
HSV1(1) Ad_untype(1) HCoV- hMPV(2) NVG2(1) Ad5(1) HBov(1) AMPV(T) | Ad2(2) HBov(1) Ad_untype(2) Ad1(1) Ad2(2)| CA10(1) Rhino_untype(1) | CA6(1) Rhino_untype(1)
INL63(1) Rhino_untype(2) Rhino_untype(1) <<2E#1>> |Rhino_untype(3) <«2E#1>> JAd4(1) HSV1(1) PIV3(2)
Rhino_untype(d) <2 i4>>
TRE% 26(14) 27(21) 51(35) 26(15) 24(18) 51(35) 28(18) 28(16)
Ad2(1) HCoV-0C43(1) HBov(1) HCoV-NL63(4) Ad1(2) HCoV-NL63(4) Aichi virus(1) HBov(2) CA9(1) HBov(5) HCoV- Ad2(2) Ad3(1) CAT6(1) Ad1(1) HBov(2) PIV3(6) E6(1) EV-DB8(2) PIVI(1)
hMPV(4) Rhino_untype(4) ~ |hMPV(3) PIV4(T) HCoV-0C43(2) hMPV(14)  JHCoV- HKUT(1) hMPV(2) PIV3(5)  |CAB(1) E6(1) HBov(2) HCoV-{ PIVA(5) Rhino_untype(5) <<2 |PIV3(3) Rhino_untype(6)
RSA(5) RSB(1) ««2E#2>>  |Rhino_untype(10) RSA(2) Rhino_untype(14) RotaA(1) |NL63(1)hMPV(6)Rhino_untyp{ PIV4(1) Rhino_untype(8) <2 |HKU1(1) HCoV-0C43(1) BHI» RSA(1) RSB(4) ««2&#2>>
RSB(1) «2E#1>> RSA(3) RSB(1) <«2E#6>>  Je(6) «<2&#1>> FH5> hMPV(1) PIVI(1) PIV3(21)
PIV4(2) Rhino_untype(9) <<2
TiE9>>
RSV IV ARRE 100 1(0) m 1(0) 2(2) Uy 10 2(2)
Rhino_untype(1) RSB(1) <2 RhinoC(1) RSA(1) RSA(1) RSA(1) RSB(1)
B>
RITHEAREL - itHniEREE 2(0) 2(1) 1(0)
Ad4(1)
zoft 20(4) 37(5) 417 25(11) 23(6) 52(14) 71(38) 32(9)
HAV(1) HBov(1) HCoV-0C43(3) hMPV(1) | Denguel (1) MPVI2) Ad1(1) CB5(1) Dengue (1) | Denguel (2) CAQ(1) Denguel (1) E16(1) | Ad1(1) Ad2(4) CATOE) | Ad2(2) CAY(2) Dengue2(1)
HHV6_untype(1) hMPV(1)  JParvoB19(1) Rhino_untype(1) RotaA(1)  |Dengue2(2) E 18(1) HBov(1) JHHV6_untype(1) E18(3) E6(1) HBov(1) A16(2) CAG(6) CA9(T) Dengue3(1) E16(1) E18(1)
PIV4(1) «2E#81>> Rhino_untype(1) <<2E#1>> |RSA(2) HHVEB(1) hMPV(1) ParvoB19(1) PIV3(1) HHV6_untype(1) hMPV(1)  |CB3(5) Denguel (1) HAV(1)
HPeV1(1) PIV4(1) Rhino_untype(1) RhinoA(1)  JHPeV_untype(1) NVG1(1) Dengue3(1) E16(3) E18(3)
Rhino_untype(d) <<2&i4»> |«<2&#1>> PIV3(1) Rhino_untype(3) <<2 | ParvoB19(1) PIV3(3)
B> Rhino_untype(3) RSB(1)
AUA 2(0) 2(1)
RSB(1)
it 188(115) 183(84) 230(111) 164(90) 136(66) 216(111) 254(141) 183(95)
HR%) 84 8.2 10.3 73 6.1 9.6 113 82
51 (%) 61.2 459 483 54.9 485 51.4 555 51.9

() Bl () 2EEMLOREN B SN REN
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9 10 n 12 it 177 )3 BEVAILR
(%) (%)
2(0) m 8(3) 17(12) 211(158) 9.4 749 AH1pdm09(2) AH3(114) B(38) hMPV(2)
AH3(1) B(3) AH1pdm09(2) AH3(6) B(3) Rhino_untype(1) RhinoA(1) RS_untype(1) <<2&#
hMPV(1) 1>

7(2) 5(5) 8(7) 10(8) 64(50) 29 781 Ad_untype(1) Ad1(1) Ad2(12) Ad3(22) Ad37(1)

Ad3(1) Ad4(1) Ad2(2) Ad4(1) Ad5(1) Ad2(1) Ad3(5) Ad5(1) d1(1) Ad3(6) Ad4(1) Ad4(7) Ad5(3) Rhino_untype(2) RS_untype(1)
Rhino_untype(1)

14(10) 34(16) 45(27) 39(26) 377(212) | 168 | 56.2 Ad1(4) Ad2(2) Ad40/41(13) Astro_Type2(1)
Ad2(1) Ad40/41(1) CA9(1) | Astro_untype(1) CA9(2) Ad40/41(1) NVG2(4) NVG2-| Ad40/41(2) NVG2(2) NVG2- Astro_untype(10) CA10(1) CA16(2) CA6(3) CA9(3)
EV-D68(2) NVG2(1) CB5(3) 3(4) NVG2-4(13) RotaA(3)  |17(1) NVG2-3(1) NVG2-4(15) CB5(4) E18(4) EV-D68(4) HCoV-0C43(1) Mumps(1)
Rhino_untype(2) RotaA(1)  [Mumps_genotypeG(1) Sapo_untype(3) <<2E#1>> |RotaA(1) Sapo_untype(3) Mumps_genotypeG(1) NVG1(7) NVG2(39) NVG2-
RotaAGO(T) NVG1(1) NVG2(5) NVG2-4(2) SapoG2(1) 17(5) NVG2-3(6) NVG2-4(38) HPev1(2)

Sapo_untype(2) <<2E1>> Rhino_untype(5) RhinoA(1) RotaA(19) RotaAG1(10)
RotaAG2(4) RotaAG9(10) Sapo_untype(19)
SapoG2(4) «<2E#H9>> <«<3EH1>>
1(0) 0.0 0.0

9(8) 6(5) 2(0) 171(144) 76 84.2 | CA10(3) CA16(38) CAB(76) CA9(3) CB5(2) E16(3)
CA6(5) E16(1) CAB(4) E25(1) E18(5) E25(1) E3(1) EV71(1) HPeV_untype(2)
HPeV_untype(1) PIV4(1) Rhino_untype(12) RhinoA(3) RhinoC(1)
Rhino_untype(1) RSB(1) <<2E#9>>

4(3) 7(2) 2(0) 1(0) 57(29) 25 50.9 | Ad1(1) Ad4(1) CA10(10) CA16(2) CA5(1) CA6(8)
CA10(2) CA16(1) Ad4(1) RhinoC(1) CA9(1) Rhino_untype(4) RhinoC(1)

9(4) 8(0) 9(0) 8(0) 133(21) 5.9 15.8 E16(2) E18(1) HHV6_untype(5) HPeV1(1)
E16(1) ParvoB19(3) measles_untype(2) measlesD8(3) HPev_untype(1)

ParvoB19(6) measlesA(1) <<2E#1>>
1(0) 3(3) 3(3) 4(3) 26(14) 12 53.8 Mumps(1) Mumps_genotypeG(12) RhinoA(1)
Mumps_genotypeG(2) Mumps_genotypeG(3) Mumps_genotypeG(3)
RhinoA(1)
2(0) 10(1) 19(2) 12(2) 85(9) 3.8 10.6 | CA10(2) HBov(1) HHV6_untype(1) Mumps(2) Reo
RSB(1) HHV6_untype(1) Mumps(2) RSA(1) <<2E#& virus2(1) Rhino_untype(2) RSA(1) RSB(1) <<2E#
Rhino_untype(1) 1> 2>>

18(3) 4(0) 7(3) 7(0) 130(32) 58 | 246 | Ad2(1) Astro_untype(1) CA16(1) CB3(1) CB5(8)
CB3(1) E6(1) CB5(3) E16(2) E18(6) E6(1) HPeV_untype(1)
Rhino_untype(1) Mumps_genotypeG(9) Rhino_untype(3) <<2E#2>>

2(2) 6(4) 6(5) 3(2) 80(42) 36 | 525 Ad_untype(3) Ad1(2) Ad2(4) Ad4(1) Ad5(1)
CA4(1) Rhino_untype(1) Ad1(1) HCoV-0C43(1) Rhino_untype(3) RSA(1) Rhino_untype(2) CA10(1) CA4(1) CA6(1) HBov(2) HCoV-NL63(1)

HSV1(1) Rhino_untype(2) ~ JRSB(1) HCoV-0C43(1) hMPV(3) HSV1(3) NVG2(1) PIV3(2)
<2EH1>> Rhino_untype(20) RSA(1) RSB(1) <<2E#7>>

21(15) 25(13) 35(17) 25(15) 367(232) | 164 | 632 Ad1(3) Ad2(4) Ad3(2) Aichi virus(1) CA16(1)
Ad3(1) EV-D68(2) NVG1(1) | CA9(1) EV-D68(2) PIV4(1) | Ad2(1) Rhino_untype(13) | HCoV-HKU1(1) CAB(1) CA9(2) E6(2) EV-D68(6) HBov(12) HCoV-
PIV1(1) Rhino_untype(5) Rhino_untype(3) RSA(4) RSA(3) RSB(2) <<2E#2>>  |Rhino_untype(9) RSA(3) HKU1(3) HCoV-NL63(9) HCoV-0C43(4) hMPV(30)
RSA(6) RSB(1) <«<2&#2>> |RSB(2) RSB(4) <<2EHi2>> NVG1(1) PIV1(3) PIV3(35) PIV4(10)

Rhino_untype(92) RotaA(1) RSA(27) RSB(16) <<2E
#33>»>
1 6(5) 6(5) 23(17) 1.0 73.9 | Rhino_untype(2) RhinoC(1) RS_untype(6) RSA(4)
RSA(1) RS_untype(2) RSB(3) Rhino_untype(1) RSB(5) <<2&E#1>>
RS_untype(4)
2(2) 3(3) 10(6) 0.4 60.0 Ad4(1) Ad53(4) Ad54(1)
Adb53(1) Ad54(1) Ad53(3)

36(9) 52(13) 61(11) 43(7) 493(134) | 220 | 272 Ad_untype(3) Ad1(3) Ad2(6) Ad5(1) CA10(3)
Dengue2(1) Dengue4(1) Ad1(1) Ad5(1) E18(1) Ad_untype(1) Dengue4(1) | Ad_untype(2) CA9(1) CA16(2) CA6(6) CA9(5) CB3(5) CB5(1) Denguel(6)
E18(1) EV-D68(1) HAV(2) HAV(1) HSV1(2) HAV(1) HCoV-0C43(1) NVG_untype(1) ParvoB19(2) Dengue2(4) Dengue3(2) Dengue4(2)E16(5) E18(10]
Rhino_untype(3) ParvoB19(2) PIV4(1) Rhino_untype(5) RSA(1) E6(1) EV-D68(1) HAV(6) HBov(3) HCoV-0C43(4)

Rhino_untype(3) RhinoA(1) JRSA(1) RSB(1) <<2E#1>> HHV6_untype(3) HHV6B(1) hMPV/(6)
RSA(1) HPeV_untype(1) HPeV1(1) HSV1(2) NVG_untype(1)
NVG1(1) ParvoB19(7) PIV3(5) PIV4(3)
Rhino_untype(24) RhinoA(2) RotaA(1) RSA(5)
RSB(2) <<2E#10>>
6(0) 3(0) 13(1) 0.6 77 RSB(1)
127(58) 171(67) 209(83) 180(80) 2241(1101)] 100.0] 49.1
5.7 7.6 9.3 8.0 100.0
45.7 39.2 39.7 44.4 49.1
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"RE/RkE & - BRHL TEERR VR SHWR Bt BRRVE B - SERSIR
AYINIVY 17(12) 19(7) 166(136) 713)
AH3(8) B(3) hMPV(1) AH1pdm09(1) AH3(6) AH1pdm09(1) AH3(97) B(35) hMPV(1) | AH3(3)
Rhino_untype(1) RhinoA(1) RS_untype(1)
<2FEH1>>
Lkt 14(11) 37(29) 7(6) 2(2)
Ad1(1) Ad2(2) Ad3(6) Ad4(1) Ad5(1) Ad_untype(1) Ad2(8) Ad3(13) Ad37(1) Ad4(2) Ad5(2) | Ad2(1) Ad3(2) Ad4(2) Rhino_untype(1) | Ad2(1) Ad4(1)
Rhino_untype(1) RS_untype(1)
BREEEL 355(204) 10(7) 6(1)
Ad1(3) Ad2(2) Ad40/41(13) Astro_Type2(1) Ad1(1) CA6(1) EV-D68(2) Mumps(1) HCoV-0C43(1)
Astro_untype(10) CA10(1) CA16(2) CAB(2) CA9(3) Mumps_genotypeG(1) Rhino_untype(1)
CB5(4) E18(4) EV-D68(2) NVG1(7) NVG2(39) NVG2-
17(5) NVG2-3(6) NVG2-4(38) HPeV1(2)
Rhino_untype(4) RhinoA(1) RotaA(19) RotaAG1(10)
RotaAG2(4) RotaAGY(10) Sapo_untype(19) SapoG2(4)
<2EHD>> <«3EH1>»>
K& 100
FROF 21(18) 125(108) 5(4) 9(7)
CA16(3) CAB(9) CA9(1) E16(1) E18(2) E25(1) E3(1) | CA10(3) CA16(31) CAB(57) CA9(1) CB5(1) E16(2) CA16(2) CAB(1) EV71(1) CA16(2) CAB(4) CB5(1) PIV4(1)
E18(2) HPeV_untype(2) Rhino_untype(11) RhinoA(3) Rhino_untype(1) <<2E#2>>
RhinoC(1) RSB(1) «<2&E#7>>
ANV E=F 4(0) 24(19) 21(7) 8(3)
Ad1(1) CA10(9) CA16(2) CA5(1) CA6(5) RhinoC(1) Ad4(1) CAT0(1) CAB(2) CAB(1) CA9(1) Rhino_untype(1)
Rhino_untype(3)
BUA 48(8)
E16(1) E18(1) HHV6_untype(2) HPeV1(1)
measles_untype(1) measlesD8(1) ParvoB19(1)
measlesA(1) <«<2EE1>>
RITHEE TR 12(5)
Mumps_genotypeG(5)
FRHEE - BRFBA%E 18(1) 12(2) 14(4) 2(0)
CAT0(1) Mumps(1) Reo virus2(1) RSA(1) <«<2E#1>> CA10(1) HBov(1) HHV6_untype(1)
Rhino_untype(2) <«2E#1>>
FREERBEA 30(12) 19(7) 4(1)
Ad2(1) Astro_untype(1) CA16(1) CB5(3) E16(1) CB5(1) E16(1) E18(2) HPeV_untype(1) CB5(1)
E18(2) Mumps_genotypeG(2) Rhino_untype(2) <<2&# |Mumps_genotypeG(2) Rhino_untype(1) <<2&#1>>
1>>
Opys - ERi% 113) 37(15) 26(21) 2(2)
Ad_untype(1) Ad2(1) Ad4(1) NVG2(1) <<2B#71>> Ad1(1) Ad2(1) Ad5(1) CA10(1) CA4(1) CAB(1) HCoV- Ad_untype(2) Ad1(1) Ad2(2) HBov(2) Rhino_untype(2)
NL63(1) hMPV(1) HSV1(1) Rhino_untype(5) RSA(1) HCoV-0C43(1) hMPV/(2) HSV1(1)
RSB(1) <«<2&E#1>> PIV3(2) Rhino_untype(13) <«2E#5>>
TRER 23(4) 77(39) 2(0) 229(173) 24(14)
Aichi virus(1) NVG1(1) Rhino_untype(1) RotaA(1) Ad1(1) Ad2(1) CA9(1) E6(1) HBov(1) HCoV-NLB3(1) Ad1(2) Ad2(2) Ad3(2) CA16(1) CA9(1) | CAB(1) HBov(2) HCoV-
hMPV(9) PIVI(1) PIV3(4) Rhino_untype(14) RSA(5) E6(1) EV-D68(6) HBov(9) HCoV-HKUT(2)JHKU1 (1) hMPV(1)
RSB(3) <<2B#E3>> HCoV-NL63(8) HCoV-0C43(4) hMPV(20){PIV3(4) PIV4(2)
PIV1(2) PIV3(27) PIVA(7) Rhino_untype(4) RSA(T)
Rhino_untype(73) RSA(21) RSB(12) «<2 |RSB(1) <«<2E13>>
EHE2T>>
RSV W ABRE 7(6) 15(11)
RS_untype(1) RSA(2) RSB(3) Rhino_untype(2) RhinoC(1) RS_untype(5)
RSA(2) RSB(2) «<2&E#1>>
MATIEA B -
Elatdil:aniiong
Z0ft: 109(27) 130(35) 3(0) 82(36) 8(4)
Ad_untype(1) Ad1(1) Ad2(3) Ad5(1) CA6(1) CA9(2) Ad_untype(1) Ad1(2) Ad2(1) CA10(3) CA16(1) CAB(3) Ad2(2) CA6(2) E16(1) E18(3) HBov(3) | E18(1) PIV3(1)
CB3(1) CB5(1) E16(2) E18(2) E6(1) HAV(6) HSV1(1)  JCA9(2) CB3(1) E18(1) EV-D68(1) HHVE_untype(1) HCoV-0C43(4) hMPV(4) Rhino_untype(2)
NVG_untype(1) NVG1(1) Rhino_untype(2) RotaA(1) <<2JHHVEB(1) hMPV(2) HPeV1(1) HSV1(1) ParvoB19(3) HPeV_untype(1) ParvoB19(1) PIV3(2)
B> PIV3(2) Rhino_untype(6) RhinoA(1) RSA(3) RSB(2) <<2 PIV4(3) Rhino_untype(13) RSA(2) <«<2E
B> #5>>
BULA 5(1)
RSB(1)
b 585(280) 561(293) 57(24) 561(395) 43(23)
1B (%) 26.1 25.0 25 25.0 1.9
it (%) 47.9 52.2 421 704 53.5

() B () 2ESU EOREDH S NICRER
AH3A Y7L IV HAEER , AHlpdm09:1( ¥ 7L T VY AHIpdm09 , B ¥ 2L TV HBE , hMPV:E h X =2~ , HBoV:E bR, PNVASA Y I IV
Ad7F/  CAIZY#y£—AR CBI/Yy+£—BE, ETI— HPeV/IL I, NV:/ O HSVEFMAILARZ , HHV:E fALRZ




IV S H

BERAVWE L4 & - 0% R BRERVE - K R4 Z0ft it e (%) B (%)
ic)
1(0) 1(0) 211(158) 9.4 74.9
3(2) 1(0) 64(50) 29 781
Ad3(1) Ad4(1)
3(0) 10 1(0) 1(0) 377(212) 16.8 56.2
1(0) 0.0 0.0
6(3) um 1(0) 3(3) 171(144) 76 84.2
CAB(1) CA9(1) E18(1) CAB(1) CAB(3)
57(29) 25 50.9
48(11) 37(2) 133(21) 5.9 15.8
E16(1) HHV6_untype(3) | measlesD8(1)
measles_untype(1) ParvoB19(1)
measlesD8(1)
HPeV _untype(1)
ParvoB19(4)
2(2) 12(7) 26(14) 12 53.8
Mumps(1)
Mumps_genotypeG(1) Mumps_genoty|
peG(6)
RhinoA(1)
1(0) 25(2) 6(0) 700 85(9) 38 10.6
Mumps(1) RSB(1)
72(8) 1(0) (1) 3(3) 130(32) 58 246
CB3(1) CB5(2) E18(1) CB5(1) E18(1)
EB(1) Mumps_genoty|
Mumps_genotypeG(3) peG(2)
3(0) 1 80(42) 36 52.5
HSV1(1)
100 4(0) 5(0) 2(2) 367(232) 16.4 63.2
Ad2(1)
PIV4(1)
1(0) 23(17) 1.0 739
10(6! 10(6!
© © 04 60.0
Ad4(1) Ad53(4)
Ad54(1)
79(7) 59(22) 18(1) 1(0) 4(2) 493(134) 22.0 272
CAT6(1) CA9(1) CB3(1) | Ad_untype(1) CB3(1) CB3(1)
E16(1) E18(3) Dengue](6) Dengue2(4) Rhino_untype(
Dengue3(2) Dengue4(2) 1) RhinoA(1)
E16(1) HHV6_untype(2)
ParvoB19(3)
5(0) 3(0) 13(1) 0.6 7.7
14(8) 194(22) 125(34) 73(4) 4(3) 1(0) 23(15) 2241(1101) 100.0 49.1
0.6 8.7 5.6 3.3 0.2 0.0 1.0 100.0
57.1 11.3 27.2 5.5 75.0 0.0 65.2 49.1
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2 MERERR
1) RERINRTRERIFEDS > fc—38E. 8 (@ERZR<) 8LU=ZERPIE
DRIRERERIE (=5~ 8)

REIFTIEZ D TERICRZ b (—HERE), 7797 (CHEEEYE) 33414

mote, ZEBPHERMUTOEE) TH 2,

1. av 7 @R hh o7,

. B TEARR : 2 81D D i ARERI T H - 7z,

Wad 7 A 361H O Mg AFEFITH - 7z,

RTF T A FAR R T,

L EE IR RRE R 2 372 5ERH O . 181 FEFIANMIERE O157 TdH > 7z, HUS B35 13
S5HTH- 7%,

(2 N O E A

2) MFERAEDRFRERLIRT © (R 9)

LY AR I0EE L TR D & - 7 BEDWEED & 43 L 7 B O M HER R £ % 78 L
72

x5 KRERFICEIFTZ—H “HEEIVOZHERPMEORRERLIRT (FK 27 F)

o KW
ORI T
SR kB KB S B CRART B BORT
—EEHE SRR 0
T |
Grme) 2707 O
SHEYME 2L 0
WEtARE 202 1) 1)
57 2 - 30) 22) 1(1)
R5F7A 0
B
372 238 44 56 9 8 4 13
KNG R GRE

() Wi ABI BT,



IV S H

x6 FAEOEL

| KBF NS
7Rl | FNEE T
] KEIF N gl e
S. sonnei 2(2) 1(1) 1(1)

() Wi ABI LT,

x7 BMMNEPIOHETERREE (RRERIES)

JERGUhE£4 e G ] () NEFITDBEERREL,
MEERE (42520 (1), EALS 72137 7 7TEHREEM (1)
WaF 7 A AYE @2 $F¥2F (1)
=8 BEHMMEXEBEIER
. K NS
[ERE VTR NG KBt Bl ST T UNUT I G} Ko
R HUS | B HUS | B R HUS | s HUS! BB BRGE B B8 | B8 HUS
1&2 1 99 2 46 1 23 15 1 6 1 2 6
o7 2 7 1 20 9 1 3 2 2 1
1 11 4 4
O 157HitAifipm % 1 1 1
O157/hit 181 4 70 1 36 2 51 1 8 5 4
026 178 164 7 2 3
0103 2 1 1
0111 4 1 1 3 1
o2t 2 1 1
o121 1 -
084 1 1
OREAW] 3 1 1 1
O157BIgh gt 191 168 8 5 1 6 1
e 372 5 238 1 44 2 56 1 9 4 13 1
9O MERFEORRERLRT (BREZAARIRLEE)
24 LU R TIE
T P I 4 35 &t 1A 2A 34 44 5AH 64 74 8H 9A 10H 11H 124
Legionella pneumophila 1 6 2 1 1 1 1
Legionella pneumophila 6 1 1
Legionella pneumophila 8 1 1
Legionella pneumophila EN 1 1
&Ek 9 3 1 1 1 3
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3) AEBPEORREREKT | (K 10-1 ~ 10-4)

TE R BERBERRER Y — X 7 v RO Toft# 8 L OBlEH D> — F A7
7 2WAT L, BRSO 217> 72, RIIIHAMOBEEZ R L 72,

4) wmREERED S OMERERR : (R11-1~11-8)

A¥Rke (EmoEbe, W2 E T RS, 2R - 7L VX —EEe Y — D
AL D RREBERE vy —) Do ERIRMEEE 2T 72, SRR 27 F O % FE L TBL T DR
fif & f3 72,

(1) EfswRME (EF11-1)

D S I NIIEEEOREIL 272 kThH h, Avr¥uanr ¥ =23 139 TR Y
s n,

(2) WReERME (R11-40 11-7)

-1 2 2 A4 RE s & B & 7R IR R 1 4,541 #R T, FER%H 816 Fk & ¥ 7' F 7 Bk
1,216 k3% ¥z h o 72,

(3) WRETERRME (R 11-50 11-8)

MBI AT 81 % H3hR2> & DIRIMKETH 2 23, W 2,679 ¥RD 5 & KIGH 974 B
kb%hol,

(4) MR (R11-6)

ME A6 OFHE X 946 Bk ThH D, HHEZ & DEEIIKIGE 338k, 2777 —+%
Btk 7 B B 287 Mk, W7 F U BRE 178 RDIETH - 72,

(5) ZFHRIR - 88& (R 11-2. 11-3)

R D & 1% 107 B S ., KIBE2Y 31 R Tlied Z i S sz, Bl 51 3
RS A Y 7V FE LR Y AT Y 7 LR EE 7 FORES LR TH - 7%,



IV S H

5) BIERVAMMEL Y URERRERE (I OMIER) © (& 12)

WX N TG D & - 72 BUERAIMME L ~ 9 ERED 5 5. BHROMER T = 7 38 #
38 Mk (WEAEIZ 28 i) cDWTHbT 2 92 L 72 (32 12), MUERES & OWFUL A B 32
(OB 1k ABBURBED S. dysagalactiae subsp. equisimilis) .G B3 6 BRTH ) |
ABETIZIMER (emm BY) @ T1 B (emm1.0) 73 28.9% L b % { . X\»T TB3264 Y
(emm89.0) 73 21.1%TdhH o7z, WEE LT 2 & BHRHC X 2 BHEGIZIH 6 g £ 7z,
T1 BSEIMEAIC 5 2 2 LRI TH > 7z,

(33 HH)
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& 10 RERIEORRERERR (REZARIREH)

= 10-1 ZWidh @ ARHAINNE L > BREEWHEE 28
HRHR I miE® A% 1A 23 34 4A sH eA 7A 8A 94 104 1A 12f
Streptococcus pyogenes T12 8 1 1 3 2 1
Streptococcus pyogenes T4 6 1 1 2 2
Streptococcus pyogenes T1 5 1 1 1 2
Streptococcus pyogenes T3 4 2 1 1
Streptococcus pyogenes T6 3 1 1 1
Streptococcus pyogenes TB3264 2 2
At 28 1 4 1 2 1 2 5 2 0 1 4 5
F10-2 2ZWi4  BREMEHER
BRI AR i 1A 2" 3H 4A sH 6HA  7H 8H  9H 10 1A
Salmonella Schwarzengrund 2 1 1
Salmonella Infantis 4 1 1 2
Salmonella Stanley 1 1
it 7 1 1 1 1 2 1
F10-3 2ZWit HH% GEvzat)
i 1A 28 33 4A 5A 6A TA 8H 98 10 1A 12f
Bt i § o
() EETRILTEEE LKz
16 1 2 1 2 4 1 2 1
Bordetella pertussis
() O »H m 2
= 10-4 Wi MEEE L
B LA a4 2" 34 44 sSH 6A 1A 84 9A 10 1A 124
Streptococcus agalactiae 2 2




& 11

afle (¥ ming « sz
T B AR DL

4 %

WRHTTER « ISR T L L — -

DAL S HE

EHICL BRREREIER

vV S

) HEEHZ LD

gt

RIU-1 BERDEL - #fE DBERTRE : BfE (DD E)

2’ wWE- B - R e IES W - B - R i
003 |Salmonella Typhi 026 |Clostridium botulinum,E

004 Salmonella ParatyphlA 027 Closmdmm botulmum E L/U’i»

[ 006 Salmonella 04(B) R 028 |Bacillus cereus N
007 |Saimonella 07(C1.C4) 1 || 263 |Baciltus thuringiensis B
7008 Salmonella 08(C2 C3) 1 ”041 Entamoeba hlstodytlca

009 |Salmonella 09(D1) 4 092 | Escherichia coli  $EHEAYE

010 |Salmonella 09 46(D2) 093 |Escherichia coli 73 J51t: 2

201 Salmonella 03 10(E1 E2 E3) Bl 094 Escherzchza colz” 7{”J$jtﬁ%-ﬁ[u*ﬁ” o
013 | Sutmonella 013,19(4) ||305 |Bscherichia coli EHECNTEC 4
Old|Sabnonella013G1.G) 05 |Bscherichiacoli ZOf - AW |14
015 Salmonella 018(K) . Shigciko dysenleriae T )

016 |Salmonella % Dfih Shtgella dysenlerlae F”( )

017 Salmonella Vﬁfﬁﬂ EN Shigella flexneri if't‘( ) R
018 | Yersinia enterocolitica o - Shtgellaﬂexnerl” @( ) i

019 Yerviniapveudotuberculosrz:;mm”m”W Shtgella boydii ﬂ()

405 Vlbrlo cholerae,01:Eltor. Ogawa CT(+) Shtgella boydlt I ( W)

406 Vbrzo cholerac 01 Eltor Ogawa CT( ) 090 Shtgella sonnei

407 Vbrzo cholcrae 01 Eltorlnaba CT(+) 0 091 Shigella EQ“%KEE” I
408 Vzbrio cholerae,Ol:Eltor,lnaba,CT(-) 0 = g 272

409 |Vibrio cholerae 0139CT(+)

410 {Jibrio cholerae 0139CT() FUL2 SYHERTRL © BRI Ok, nok, BofEers )

411 Vlbrlo cholerae 01&0139&(% ' a=} T i A aﬁ%&if
022 Vbrto parahaemolyncus 2 . 001 |Escherichia coli 31

104 %brloﬁ;v1alls 77777777777777 119 Klebs;cléo pneumomae 777777777 16

115 Vlbrlo mimicus 7118 Haemophllus mﬂuenzae ”1

206 Aeromonas hydrophlla 3 030 Neisseria menmgllldls
772767”7Aeiomonos sobria 1 102 Pseudomonas aerugmosa””””m 17
111 Aeromonas hydrophzla/sobrla%é%l t"q“” - 163 Mycobacterlum spp 2 -
101 Pleszomonas shzgellozdes - l 024 Staphylococcus aureus - 21(9)* o
208 |Campylobacter jejuni 421 Staphylococcus:lTﬁ\?—JZ‘\ ’ @‘FE 6

209 Campylobacter COll ”038 Stereptococcus pneumomoe 1

7023 Campylobacter ]e]unl/colﬁiﬂﬂﬁé‘ 139 7422 Anaerobcs 7"712
[ 024 Staphylococcus aureus | 84(54)* 125 Mycoplasmapneumomoe -
[ 025 Clostndzumprefrmgens I = &t 107

( )*MRSAFH
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K11-3 HEEL - B6iK SYBERTEL - iR (20 %)

-} EfE - B - M ﬁﬁﬁﬁﬂj&% 426 |Salmonella spp. 1
001 |Escherichia coli 118 |Haemophilus influenzae 5
118 (Haemophilus influenzae 1 030 (Neisseria meningitidis 2
030 Neisserié Vlrf'teningitidis 102 |Pseudomonas aeruginos;zr 34
106 |Listeria ﬁ%é)nocytogenes 1 024 |Staphylococcus aureus 178(70)*
024 |Staphylococcus aureus 1 421 |Staphylococcus 27 77— &bk 287
032 |Stereptococcus B 032 (Stereptococcus B 29
038 Stereptoc;ccus pneumoniae 038 |Stereptococcus pneumorﬁae 30

& 2t 3 422 |Anaerobas 42
042 |Plasmodium spp.

114 SYHERTEL < TRI OIS B OBPEY & t 946

a-p CEH N N P
037 |Bordetella pertussis 1 11T Sy BERAEE « VeSS SR B IR K OF
118 (Haemophilus influenzae 545 TRED S OME
030 Neisserié ;neningitidis -5 fE =i ?ﬁl&%
031 |Stereptococcus A 45 109 |Mycobacterium tuberculosis 816
038 |Stereptococcus pneumoniae 370 119 |Klebsiella pneumoniae 295

036 Corynebacterium diphtheriae 118 Haemophilu;inﬂuenzae 332

& 7 961 039 |(Legionella pneumophilam
102 |Pseudomonas aeruginosa | 625

#11-5  SrBEREE R 024 (Staphylococcus aureus 1216(613)*

-} EHRE - B birl] ﬁﬁ}ﬁﬂj&% 031 |Stereptococcus A 26
001 |Escherichia coli 974 032 |Stereptococcus B 61
176 | Enterobacter spp. 85 038 [Stereptococcus pneumoniae 197
119 (Klebsiella pneumoniae 175 422 |Anaerobes 12
423 Acinetobééter Spp. 3 125 |Mycoplasma pneumoniag
102 |Pseudomonas aeruginosa 146 & E 3580
024 (Staphylococcus aureus 149(89)*

1 Staphylococcus =7 77 *"E@ﬁ 158

424 Enterococcus spp. 7”406 F11-8  EEMEL : FEERIESHE R (W) B
425 |Candida albicans 65 - (£ = S | 3&@;‘5

& Z 2161 029 |Neisseria gonorrheae 3
032 (Stereptococcus B 326
F11-6  HSyHEREL © ik 17797 VCVIthan1ydia”tréchomrtrzrti;vr -

-} W . B . W t@%ﬂf 124 |Uraeplasma
001 |Escherichia coli 338 425 |Cacdida albicans 188
003 Salmonejl?z Typhi 162 |Trichomonas vaginalis . 1
004 |Salmonella Paratyphi A & 2t 518
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& 12 BUEESAIMMEL > U ERE RS

IV S H

FEIE H Ml MR FEAERKL P i MIERE MR emm’3! Bt
1 2015/01/05 40 B HHH S, pyogenes ARE T6 emm6.0 sped,B,C
2 2015/01/10 34 2’y KBRIF S, pyogenes ARE T1 emm1.0 sped,B
3 2015/01/10 49 ‘S KRBT S. pyogenes ARt T12 emm76.0 speB
4 2015/01/22 77 @ KB S. pyogenes ARE T1 emm1.0 sped,B
5 2015/01/23 46 E’s KBHF S, pyogenes ARE T1 emm1.0 sped,B
6 2015/01/25 44 B KB S. pyogenes ARE T12 emml12.0 speB,C
7 2015/01/29 0 B KBEKF S, pyogenes ARt T4 emm4.0 speB,C
8 2015/01/31 68 'S WA S pyogenes AR Tl emml.0 sped,B
9 2015/02/01 88 L) KB S. dysagalactiae subsp. equisimilis ARE stG485.0
10 2015/02/10 63 7B AT S dysagalactiae subsp. equisimilis Gt stG6.0
11 2015/02/14 48 B KB S. pyogenes ARt T28 emm28.0 speB,C
12 2015/02/17 37 5 KB S. dysagalactiae subsp. equisimilis G stG653.0
13 2015/02/24 1 ] =T S pyogenes ARE T1 emm1.0 sped,B
14 2015/02/27 18 b’ KB S. pyogenes ATE T6 emm6.0 sped,B,C
15 2015/03/01 77 E’s KBEHF  S. dysagalactiae subsp. equisimilis Gt stG6792.3
16 2015/03/16 66 b’y KBHF S pyogenes ARE TB3264 emm89.0 speB
17 2015/03/19 61 % KB S. pyogenes ARE T11 emmll.0 speB,C
18 2015/04/01 53 L) KB S. pyogenes ARt TR RE emm58.0 speB
19 2015/04/01 74 5B KB S. pyogenes ARt T3 emm3.95 sped,B
20 2015/2/? 68 L AT S dysagalactiae subsp. equisimilis ARE IR FE stG643.0
21 2015/05/24 68 B KB S. pyogenes ARE Tl emm1.0 sped,B
22 2015/05/25 62 B KB S. pyogenes ARE TB3264 emm89.0 speB,C
23 2015/06/12 87 Ll AT S. dysagalactiae subsp. equisimilis Gt stG2078.0
24 2015/06/13 72 S KBii  S. pyogenes AR TB3264 emm89.0 speB,C
25 2015/06/22 54 5 KB<ifi  S. pyogenes AR TB3264 emm89.0 speB,C
26 2015/07/04 26 s KBiti S pyogenes ARE T1 emml.0 speA,B
27 2015/07/05 89 % KB<ifi  S. dysagalactiae subsp. equisimilis GHE 5tG6792.3
28 2015/07/30 67 B KB<fi S pyogenes ARE TB3264 emm89.0 speB
29 2015/09/07 70 b°s HA S, pyogenes ARE TR FE emm85.0 speB
30 2015/09/09 51 L) KB<fi  S. dysagalactiae subsp. equisimilis GHE stG4974.3
31 2015/2/? 65 B KBEKFF S, pyogenes ARE TB3264 emm89.0 speB
32 2015/09/30 2 5 i lL S pyogenes ARE T1 emm1.0 sped,B
33 2015/10/20 52 £y Foakilmi S, pyogenes ARE TB3264 emm89.0 speB,C
34 2015/10/22 33 'y FnakiLti S, pyogenes ARt T1 emml.0 sped,B
35 2015/11/27 74 = KBFF S pyogenes ARE TB3264 emm89.0 speB
36 2015/12/04 41 @ KB<fi  S. pyogenes ARE T1 emm1.0 sped,B
37 2015/12/07 79 k'S KEKFF . pyogenes ARE T4 emm4.0 speB,C
38 2015/12/12 69 5 KB<i . pyogenes ARE Tl emml.0 sped,B
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