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1A |12H [3H |48 |5 |6A|7A 188 198 [10A11A1128
Adenovirus_untype (Ad untype) 1 1 1 1

Adenovirus 1 (Ad1) 1 1
Adenovirus 2 (Ad2) 1 2 1
Adenovirus 3 (Ad3) 4 5 9 6 11 1
Adenovirus 5(Ad5) 1 1
Adenovirus6(Ad6) 1
Adenovirus8(Ad8) 1 1
Adenovirus 37 (Ad37) 1 1 1
Adenovirus 40/41 (Ad40/41) 1
Adenovirus 53 (Ad53) 2
Adenovirus 54 (Ad54) 1 9 1 3
Adenovirus56 (Ad56) 1
Adenovirus64 (Ad64) 1
Astro virus typel (Astro typel)
Astro virus_untype (Astro_untype) 1
Astro virus T1 (AstroT1)
Coxsackievirus A2 (CA2)
Coxsackievirus A4 (CA4) 3 2 1
Coxsackievirus A6 (CA6) 1 1 3
Coxsackievirus A9 (CA9) 3 1
Coxsackievirus A10 (CA10) 1 2 6 2 7
Coxsackievirus A16 (CA16) 2
Coxsackievirus B2 (CB2) 2
Coxsackievirus B4 (CB4) 1 2
Coxsackievirus B5 (CB5) 1 1
Dengue virus 1 (Denguel) 1 2 1
Dengue virus 2 (Dengue?2) 1
Dengue virus 3 (Dengued)
Echovirus 11 (ECHO11) 1 1
Enterovirus untype (EV_untype) 1
Enterovirus A71 (EV-AT71) 2 2
Enterovirus D68 (EV-D68) 2
Influenzavirus AH untype (FLU AH untype) 1
Influenzavirus AH1pdm09 (FLU_AH1pdm09) 1 1 7 31 31 26
Influenzavirus AH3 (FLU AH3) 33 | 30 | 10 8 4 2 3 5 17 | 26 | 32 | 28
Influenzavirus_B_untype (FLU B_untype) 1
Influenzavirus B Victoria (FLU B Victoria) 1 1 3
Influenzavirus C (FLU C) 1
Hepatitis A virus (HAV) 1
Human bocavirus (HBoV) 2 3 3 2
Human coronavirus HKU-1 (HCov-HKU1) 2
Human coronavirus NL63 (HCov-NL63) 3
Human coronavirus 0C43 (HCov-0C43) 1 1
Hepatitis E virus (HEV) 1 2
Human herpesvirus 6_untype (HHV6 _untype) 2 4
Human herpesvirus 7 (HHV7) 1 1
human metapneumovirus (hMPV) 2
Human parechovirus untype (HPeV untype) 1
Human parechovirus 1 (HPeV1)
Human parechovirus 3 (HPeV3)
Human parechovirus 6 (HPeV6) 1
Herpes simplex virus 1 (HSV1) 1 1
Measles virus A (measlesA) 1
Measles virus D8 (measlesD8) 3 2
monkeypox virus (Mpox) 19 10 | 8 5 1
Norovirus G2 _untype (NVG2_untype) 1 1 2
Norovirus G2-2 (NVG2-2) 1 1 2 1
Norovirus G2-3 (NVG2-3) 1 3
Norovirus G2-4 (NVG2-4) 6 6 1 1
Norovirus G2-6 (NVG2-6) 1
Human parainfluenzavirus 1 (PIV1) 1
Human parainfluenzavirus 3 (PIV3) 1
Human parainfluenzavirus 4 (PIV4) 1 2
Human rhinovirus_untype (Rhino_untype) 1 2 7 9 7
Human rhinovirus A (RhinoA)
Human rhinovirus B (RhinB) 1
Human rhinovirus C (RhinoC) 2
Rotaviru_untype (Rota_untype) 2
Rotavirus AG1 (RotaAG1) 1
Rotavirus AG3 (RotaAG3)

Respiratory syncytial virus untype (RS untype)
Respiratory syncytial virus A (RSA) 1
Respiratory syncytial virus B (RSB) 2 4
Sapovirus G1-1 (SapoG1-1) 6 3
| Sapovirus G2-3 (SapoG2-3) 3 1
Sapovirus G5 (SapoG5) 1 1 2
| Sapovirus G5-1 (SapoG5-1) 1
Varicella zoster virus (VZV) 1 5 3 5 1 1
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x£3. ARl - REBERIRFEREDAILABMAEER (2023.1~12)

w84/A 1 2 3 4 5 6 7
AVINIVY 35(33) 39(32) 17(12) 11(10) 9(7) 4(4) 7(8)
FLU_AH3(33) FLU_AH3(30) FLU_AH3(10) FLU_AH3(8) CA2(1) FLU_AH1pdm09(1)| FLU_AH3(2) Ad2(1)
FLU_B_Victoria(1) Rhino_untype(1) Rhino_untype(1) RSA(1) |FLU_AH3(4) RSB(1) Rhino_untype(1) RSB(1) |FLU_AH1pdm09(1)
Rhino_untype(1) RSB(1) FLU_AH3(3) hMPV(1)
NEE B S 3(1) 1(1) 2(2) 2(2) 6(6)
Ad6(1) Ad2(1) Ad1(1) Ad2(1) Ad2(1) Ad5(1) Ad2(3) Ad3(3)
X35 15F) 20(9) 13(8) 11(6) 13(9) 14(6) 12(6) 8(2)
NVG2-4(6) SapoG2- NVG2-2(1) NVG2- Ad40/41(1) Ad_untype(1) Astro_type1(1) Astro_type1(1) NVG2- | Astro_type1(1)
3(3) 4(6) NVG2-6(1) Astro_untype(1) NVG2- |Astro_type1(1) NVG2_untype(2) NVG2-  [3(3) NVG2-4(1) RotaAG1(1)
2(1) NVG2-4(1) Astro_untype(1) 2(1) NVG2-4(1) SapoG2- |SapoG5(1)
Rota_untype(2) AstroT1(2) 3(1)
NVG2_untype(1) NVG2-
2(2) NVG2-3(1)
RotaAG3(1) <<2E#1>>
K& 1(1) 1(1) 2(1)
vzv(1) vzv(1) vzv(1)
FRA® 1(0) 1(0) 1(0) 4(3) 6(1) 2(2)
CA16(2) HHV6_untype(1) | CA10(1) EV-AT71(2)
HHV7(1) RhinoB(1) <<2&
#2>>
AN X—F 1(0) 1(0) 4(1) 4(2) 6(4) 13(11) 7(8)
Rhino_untype(1) CA2(1) Rhino_untype(1)| CA2(1) ECHO11(1) CAT10(1) CA2(6) CA4(3)| CA10(1) CA2(1)
RSB(1) <2E#1>> Rhino_untype(1) RSB(1)  [hMPV(1) CA4(1) CB5(1)
Rhino_untype(1) <<2Z& |hMPV(1)
#i>> Rhino_untype(2) <<2E
81>>
ERIESLA 3(0) 2(0) 6(2) 2(1) 10(4) 3(0)
HHV7(1) RSA(1) ECHO11(1) Ad2(1) HHV6_untype(3)
RITHEETIRE 1(0)
i i - i M 3¢ 41) 2(0) 5(0) 13(1) 14(7) 12(6)
Rhino_untype(1) HBov(1) CA2(6) EV_untype(1) CA10(5) CA2(1)
S Y 1 A R 3¢ 1(0) 12(0) 3(0) 4(0) 4(1) 4(3) (2)
Rhino_untype(1) CB2(2) CB5(1) CB4(2)
AW ERiH 3% 1(1) 2(1) 1(0) 1(0) 5(5) 1(1)
HSVI(1) Rhino_untype(1) HPeV_untype(1) Ad3(1) HBov(1) <<2E
PIV3(1) PIV4(1) 81>>
Rhino_untype(1) RSB(1)
Thilis 1(1) 4(4) 8(6) 7(6) 8(7) 7(5)
PIV4(1) HCov-NL63(2) HBov(1) PIV4(2) HBov(3) PIV3(1) HBov(1) PIV3(2) Ad_untype(1) CA2(1)
Rhino_untype(3) <<2& |Rhino_untype(4) Rhino_untype(4) <<2E&%& [Rhino_untype(3) HBov(1) hMPV(4)
81>> RS_untype(1) <<2Ef (2>> RS_untype(2) <<2EF#8 |Rhino_untype(1) <<2&
2>> 1> #1>> CQEHEI
RSV L RMEEAE 3(3) 6(4) 87 4(4) (7) 10(8)
RSA(1) RSB(2) RSA(1) RSB(3) Rhino_untype(2) RSA(1)| RSB(4) hMPV(1) RSA(4) Ad2(1) HPeV1(1)
RSB(4) RSB(2) Rhino_untype(1)
RSA(1) RSB(4)
AT ARE % - A (1) (1)
4 ot AR
Ad37(1) Ad56(1)
04 10(1) 14(4) 49(23) 26(5) 46(17) 50(20) 20(10)
CA10(1) HHV6_untype(2) Denguel(1) HCov— Rhino_untype(1) VZV(4) [ Ad5(1) Dengue1(2) CA2(2) CB4(1) CA4(1)
NVG2_untype(1) NL63(1) HEV(1) Mpox(10) Rhino_untype(1) |HBov(2) HCoV-HKU1(2)[HHV6_untype(1)
Rhino_untype(1) Mpox(19) VZV(3) HEV(2) HSV1(1) HPeV_untype(1)
Rhino_untype(1) Mpox(8) Rhino_untype(1)|HPeV3(2) RSB(1)
RhinoA(2) <C2E#1>>  [VZV(4)
BLA-ELA 7(0) 14(3) 51(0) 121(1) 53(0)
lesD8(3) measlesA(1)
& 79(47) 88(47) 116(54) 107(46) 159(55) 249(75) 140(55)
k(%) 5.0 5.5 1.3 6.7 10.0 15.7 8.8
B %) 59.5 53.4 46.6 43.0 34.6 30.1 39.3
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2O BiEHR. O2MBELEOREAHONIRIFH
AH3 AT LTV HFAFHELAHI FVEE B RIBEAL 7T /,CAA v+ —ARCBRIBEE T1—;
NV,/ EHSV, B HA LR ZHHV,ERA LR ZWMPVE R A2 =1 —F, HBoVERRA, PIV/SSA2 7 LIV




VI A

8 9 10 " 12 M R [ ] BHIMLZX
(%) (%)
9(6) 27(26) 73(63) 68(65) 58(57) 357(321) 224 89.9 Ad2(1) Ad3(1) GA2(1) CB5(3)
FLU_AH3(5) hMPV(1) | CB5(1) ©B5(2) Ad3(1) FLU_AH1pdm09(26) FLU_AH_untype(1)
FLU_AH_untype(1) FLU_AH1pdm09(31)  |FLU_AH1pdm09(31) FLU_AH3(28) FLU_AH1pdm09(97)
FLU_AH1pdm09(7) FLU_AH3(26) FLU_AH3(32) FLU_B_Victoria(3) FLU_AH3(198) FLU_B_untype(1)
FLU_AH3(17) FLU_B_untype(1) FLU_B _Victoria(1) FLU_B_Victoria(5) hMPV(2)
Rhino_untype(2) Rhino_untype(6) RSA(2) RSB(3)
RSA(1)
4(4) 9(9) 3(3) 4(3) 34(31) 2.1 91.2 Ad1(1) Ad2(6) Ad3(21) Ad5(1)
Ad3(4) Ad3(8) Ad3(3) Ad3(3) Ad6(1) Rhino_untype(1)
Rhino_untype(1)
9(0) 10(5) 16(6) 9(5) 6(4) 141(66) 8.9 46.8 Ad_untype(2) Ad40/41(1)
Astro_type1(1) CB5(3) | Ad_untype(1) SapoG1-| NVG2-4(1) SapoG1- | NVG2-4(2) SapoG5(2) Astro_type1(5) Astro_untype(2)
SapoG5-1(1) 1(6) <K2E#1>> 1(3) SapoG5(1) AstroT1(2) CB5(3)
NVG2_untype(3) NVG2-2(5)
NVG2-3(4) NVG2-4(18) NVG2-
6(1) Rota_untype(2) RotaAG1(1)
RotaAG3(1) SapoG1-1(9)
SapoG2-3(4) SapoG5(4)
SapoG5-1(1) <<2EH2>>
1(1) 1(1) 1(0) 7(5) 0.4 7.4 vzVv(5)
vzv(1) vzv(1)
3(2) 2(2) 1(1) 1(1) 3(2) 25(14) 1.6 56.0 CA10 (3) CA16(2) CA6 (4)
EV-AT71(2) CA10 (2) CA6 (1) RhinoC(1) CA6(1) CA6(2) EV-A71(4) HHVB_untype(1)
HPeV6(1) RhinoA(1) HHV7(1) HPeV6(1) RhinoA(1)
CQEHI> <BEH RhinoB(1) RhinoC(1) <<2E#
1> D> (AWM
5(4) 5(5) 1(1) 47(34) 3.0 72.3 CA10(9) CA2(9) CA4(4) CB5(1)
CA10(2) hMPV(1) CA10(5) RhinoA(1) RhinoG(1) ECHO11(1) hMPV(3)
Rhino_untype(1) C2EBHID Rhino_untype(7) RhinoA(1)
RhinoG(1) RSB(2) <<2H#4>>
6(3) 1(1) 33(11) 2.1 333 Ad2(1) ©B5(1) ECHO11(1)
HHV6_untype(1) CB5(1) HHV6_untype(4) HHV7(1)
hMPV(2) hMPV(2) RSA(1)
2(0) 1(1) 1(0) 5(1) 0.3 20.0 GB5(1)
©B5(1)
5(2) 7(2) 1(1) 8(0) 71(20) 4.5 28.2 CA10(5) CA2(7) CA4(1) CA9(2)
CAA(1) CA9(1) cA(1) EV_untype(1) HBov(1)
HPeV_untype(1) Rhino_untype(1) HPeV_untype(1) HPeV3(1)
HPeV3(1) <C2EH1>> Rhino_untype(2) <<2E#1>>
5(0) 6(3) 8(3) 8(0) 1(0) 58(12) 3.6 20.7 CA9(2) CB2(2) CB4(2) CB5(3)
CA9(2) CB5(1) CB5(1) HPeV3(2) HPeV3(2) Rhino_untype(1)
1(1) 6(4) 3(3) 4(3) 25(19) 1.6 76.0 Ad3(1) CB5(2) HBov(1)
hMPV(1) PIV1(1) PIV4(1) CB5(2) hMPV(1) Rhino_untype(3) hMPV(2) HPeV_untype(1)
RSB(3) <<2E#1>>  [Rhino_untype(1) <<2E HSV1(1) PIV1(1) PIV3(1)
"> PIVA4(2) Rhino_untype(6) RSB(4)
<2EHMI>>
2(2) 4(1) 1(1) 3(3) 3(2) 48(38) 3.0 79.2 | Ad_untype(1) CA2(1) FLU_G(1)
hMPV(2) HPeV3(1) | hMPV(1) hMPV(1) HCov-0C43(1) FLU_C(1) HBov(6) HCov-NL63(2) HCov-
Rhino_untype(1) <<3& Rhino_untype(1) RSB(1) |Rhino_untype(1) 0C43(1) hMPV(8) HPeV3(1)
H1>> PIV3(3) PIV4(3)
Rhino_untype(18) RS_untype(3)
RSB(1) <2EHM7>> <KIFEM
2>>
4(3) 5(2) 3(0) 52(38) 33 73.1 Ad1(1) Ad2(1) Ad3(1) CB5(1)
Ad1(1) RSA(1) Ad3(1) CB5(1) hMPV(1) HPeV1(1)
RSB(1) Rhino_untype(3) RSA(9)
RSB(20)
4(4) 12(11) 6(6) 10(10) 1(1) 35(34) 2.2 97.1 Ad_untype(1) Ad3(11) Ad37(3)
Ad53(2) Ad54(14) Ad56(1)
Ad3(1) Ad37(1) Ad_untype(1) Ad54(9) | Ad3(2) Ad37(1) Ad3(7) Ad54(3) Ad8(1) | Ad3(1) AdB4(1) Ad8(2) <<2EH1>>
Ad54(1) Ad8(1) AdB4(1) Ad53(2) Ad54(1) <2BHEI>
33(4) 16(7) 29(9) 16(5) 7(4) 316(109) 19.9 345 Ad3(1) Ad5(1) CA10(1) CA2(2)
Denguel(1) Dengue1(2) Ad3(1) EV-D68(2) Denguel(1) CA6(1) Denguel(1) CA4(1) CA6(1) CBA4(1)
Dengue2(1) Dengue2(1) HHV6_untype(1) Dengue2(3) Mpox(1) HCov-0C43(1) Dengue1(8) Dengue2(5)
HPeV_untype(1) Dengue3(2) HAV(1) Mpox(5) Rhino_untype(1) Dengue3(2) EV-D68(2) HAV(1)
Rhino_untype(1) HHV6_untype(1) HBov(2) HCoV-HKU1(2) HCov—
RSA(1) <C2E#1>> NL63(1) HGov-0G43(1) HEV(3)
HHV6_untype(5)
HPeV_untype(2) HPeV3(2)
HSV1(1) Mpox(43)
NVG2_untype(1)
Rhino_untype(7) RhinoA(2)
RSA(1) RSB(1) VZV(11) <2&
2>
23(2) 18(0) 23(0) 15(0) 12(0) 337(6) 21.2 1.8 measlesA(1) measlesD8(5)
measlesD8(2)
113(37) 131(79) 167(99) 146(95) 96(70) 1591(759) 100.0 47.7
7.1 8.2 10.5 9.2 6.0 100.0
32.7 60.3 59.3 65.1 72.9 47.7
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JERYIE LB ) A R

x4, KRB (CHIRAEDBRAEDAILAGHER (2023.1~12)

%42

Eo

RRE/BEE E-mREL IREEH K SHVE At - RERULVE
1 NIVH 1(0) 118(89) 47(46) 191(186)
Ad2(1) CA2(1) CB5(3) FLU_AH_untype(1) Ad3(1) FLU_AH1pdm09(54)
FLU_AH1pdm09(26) FLU_AH3(44) FLU_AH1pdm09(17) FLU_AH3(126) FLU_B_untype(1)
FLU_B_Victoria(2) hMPV(2) FLU_AH3(28) FLU_B_Victoria(3) Rhino_untype(1)
Rhino_untype(5) RSA(2) RSB(3)
G9 B 5 S 31(28) 3(3)
Ad2(5) Ad3(20) Ad5(1) Ad6(1) Ad1(1) Ad2(1) Ad3(1)
Rhino_untype(1)
L3331 1 137(66) 1(0) 2(0)
Ad_untype(2) Ad40/41(1)
Astro_type1(5) Astro_untype(2)
AstroT1(2) CB5(3) NVG2_untype(3)
NVG2-2(5) NVG2-3(4) NVG2-4(18)
NVG2-6(1) Rota_untype(2)
RotaAG1(1) RotaAG3(1) SapoG1-1(9)
SapoG2-3(4) SapoG5(4) SapoG5-1(1)
<L2EHE2>>
XE 3(3)
VZV(3)
FRO® 2(0) 21(14) 1(0)
CA10 (3) CA16(2) CA6 (4) EV-
AT1(4) HHV6_untype(1) HHV7(1)
HPeV6(1) RhinoA(1) RhinoB(1)
RhinoC(1) <<2EB#E3>> <K3FH1>>
AR F¥—F 3(2) 42(30)
CA10(2) CA10(6) CA2(9) CA4(4) ECHO11(1)
hMPV(3) Rhino_untype(7) RhinoA(1)
RhinoC(1) RSB(2) <2 E#4>>
REMRELA 1(0) 30(10) 1(0)
Ad2(1) CB5(1) ECHO11(1)
HHV6_untype(3) HHV7(1) hMPV(2)
RSA(1)
MATEE TR # 2(1)
CB5(1)
e - v B ok 14(3) 7(3) 13(5)
CA10(1) CA2(1) CA4(1) CA10(1) CA2(2) CA2(1) CA9(1) HBow(1)
HPeV_untype(1) <2FE#1>> Rhino_untype(2)
Eidged 1R 10(4) 6(1) 4(1)
CA9(1) CB2(1) CB4(1) HPeV3(1) Rhino_untype(1) CB4(1)
ORs- EMEH 5(3) 9(8) 8(7)
CB5(1) HPeV_untype(1) Ad3(1) HBov(1) HSV1(1) PIV4(1) CB5(1) hMPV(2) PIV1(1) PIV4(1)
Rhino_untype(1) Rhino_untype(2) RSB(3) <2 E#1>> Rhino_untype(3) RSB(1) <<2E#2>>
TaRER 2(0) 6(2) 33(31)
HBov(1) hMPV(1) PIV4(1) <K2E4& Ad_untype(1) CA2(1) HBov(4) HCov—
1>> NL63(2) HCov-0C43(1) hMPV(7)
HPeV3(1) PIV3(3) PIV4(2)
Rhino_untype(15) RS_untype(2) RSB(1)
KQEHEL>> <K3FHE2>>
RS 4L AR B AE 1(0) 25(16) 23(21)
Ad1(1) Ad2(1) CB5(1) hMPV(1) RSA(7) RSB(14)
HPeV1(1) Rhino_untype(3) RSA(2)
RSB(6)
RITHAREBRL -3
e a2
Z04h 53(10) 21(8) 38(17)
CA2(1) CA4(1) CA6(1) EV-D68(1) EV-D68(1) Mpox(4) Rhino_untype(2) Ad3(1) Ad5(1) CA10(1) CA2(1)
HAV(1) HBov(1) HCoV-HKU1(1) RhinoA(1) CB4(1) HBov(1) HCoV-HKU1(1)
HPeV3(1) NVG2_untype(1) RhinoA(1) HCov-NL63(1) HCov-0C43(1)
HHV6_untype(1) HPeV_untype(1)
HPeV3(1) Rhino_untype(4) RSA(1)
RSB(1) VZV(1) <2E#2>>
FHLA-RALA 109(1) 6(0)
measlesD8(1)
&t 229(88) 431(214) 47(46) 323(271)
(%) 14.4 27.1 3.0 20.3
BB (%) 38.4 49.7 97.9 83.9

O BER. O2MBBU EORENHSNIRIES
AH3 AV TV HFAFHELAHT FVER B RABELALTT/,CAIYHvF—ARCB RIBELETO—NV./O;
HSV, B HAN LR ZHHY, ERAN LR X hMPVER A2=2—F, HBoVERRA, PIV/SSA2T)L T,
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VI B

LT T EES BERAL® 13 1 - i R B [ D Bt [.T:3 [ 1:3
-k (%) (%)
357(321) 22.4 89.9
34(31) 2.1 91.2
1(0) 141(66) 8.9 46.8
4(2) 7(5) 0.4 714
VZV(2)
1(0) 25(14) 1.6 56.0
1(1) 1(1) 47(34) 3.0 72.3
CB5(1) CA10(1)
1(1) 33(11) 21 33.3
HHV6_untype(1)
3(0) 5(1) 0.3 20.0
27(4) 4(2) 5(2) 1(1) 71(20) 45 28.2
CA10(1) CA9(1) CA10(1) CA10(1) | CA2(1)
EV_untype(1) HPeV3(1) |CA2(1) CA2(1)
34(6) 2(0) 2(0) 58(12) 3.6 20.7
CA9(1) CB2(1) CB5(3)
HPeV3(1)
2(1) 1(0) 25(19) 1.6 76.0
PIV3(1)
5(5) 1(0) 1(0) 48(38) 3.0 79.2
FLU_C(1) HBow(1)
Rhino_untype(3)
RS_untype(1) <<2E#&
1>>
2(1) 1(0) 52(38) 3.3 731
Ad3(1)
34(33) 1(1) 35(34) 22 97.1
Ad_untype(1) Ad54(1)
Ad3(11)
Ad37(3)
Ad53(2)
Ad54(13)
Ad56(1)
Ad64(1)
Ad8(2) <2
BE1>>
2(1) 16(1) 68(23) 19(0) 75(39) 24(10) 316(109) 19.9 345
Rhino_untype(1) HPeV _untype(1) Dengue1(8) HSV1(1) Mpox(8)
Dengue2(5) Mpox(31) VZV(2)
Dengue3(2) vzZVv(7)
HEV(3)
HHV6_untype(
4) vzv(1)
114(3) 108(2) 337(6) 21.2 1.8
measlesA(1) |measlesD
measlesD8(2) [8(2)
11(8) 34(33) 82(13) 190(28) 134(4) 80(42) 0(0) 30(12) 1591(759) 100.0 47.7
0.7 21 5.2 11.9 8.4 5.0 0.0 1.9 100.0
72.7 97.1 15.9 14.7 3.0 52.5 0.0 40.0 41.7
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2. MHMERERHR

1) RIRFFATREITEOD > c—%. 8 (E&RZlk<) SXLUO=FERIEDRRER L
R

KIRFFTIEZD 1 FRMICRR S (—HERBREAE) . 77 U777 (THRRE) FFRELLM DT,
—HRPEFUTOES D TH D,

1. LS CO—FMICEEGRM DI

2. MR 1B, HEEREEEEART. Shigella flexneri BN BEES NIz,

3. BFIXR 1 40lepD, EEREEE 1 HIHSERN. 160> R 2680205572 31T
ooz,

4. J\SFIX:
T DO—ER TR (LD S T=, =5 BREXMEXREBEROMER 2023 £
5. BBEHMIEARRERBIE : 78 VTR i

236 FlDEEN DD 1=, 0157 ; 719
TDOWERELTIE. 0157 (CKD 182 104

EONBEE< 193810, X _ il 2
0157/\st 193

nwcTo2en6hlTHo (R5). 08 > 2

026 1 6

071 2 3

0103 1 5

0104 2 1

0111 1 1

0111 182 1

0125 PN 1

0128 1&2 1

0130 1&2 1

0146 2 2

0168 2 1

0171 2 1

0174 182 1

Og5 1 1

0g76 1 1

0g179 182 1

ORIBIAREE 2 2

OB{ARER 182 2

OB{7RE8 1 3

OB¥ABH 2 4

OB{/RER REA 2

01575bINat 43
At 236
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VI A

2) MUFER U R IR DRIRER AR

L ARSREDBEN D D I2BEDERET 17 RANS L ZAXRSEENDEESN. 16 HKR(E
Legionella pneumophilia [MM&EE 1. 1#k(Z L. pneumophila MEEE5 EEESNTE. EE
HEATHBESNTELARSER 1 MROIMBEBIZEMU. L. pneumophilia MMEEF 3 &E
E=Nniz.

REMBIEXERPAECDVNT 3FIDEEN D D DEtSNIZEROIIER R & X U I2iE
R.B B 2 tR(RIEARREEH) .Y B 1 thMRE SNz, SN S D MLST BL(d B B¥HRANY ST467.
Y B¥HENY ST1655 Th oz, FERIRZMHMERT(E, BEHREREB UL I N TOER(THZHT
B Y BHK(E ST &FIICHEMI%ETH o 1z,

EREFEEECSVWTREAMBBRBENSOBSNIEDILERSER 2 HKRICDWTIE
BB Z&EEMU . TNENOIMEEL(L 1 ¥k Salmonella Newport. %D dD 1 ¥kH' S. Potsdam
TohoIZ,

3) FIL) IR AR E B HEOR SRR
R 6 [CARRMATIRE =NTZ L) R AMEREABEE#E (CRE) OEESKUIL/N
REX—UTECFRBRRZRUZ. BEEINEHIL) REY—CELGFEDEFEAEN IMP
BTdHholz. GES BURE Klebsiella pneumoniae 7' 4 ¥k. NDM BURBEKZE/Klebsiella
aerogenes MENEMN 4 ¥k/1 Bk, OXA-48 BMRBARBENMN 1 #k. IMI BURE Enterobacter
cloacae complex ©* 1 #R&H SNz, DIV REIX—TFELFNMRESNROEKRDOE S
(77.7%) (&, ¥ (78.7%) &EZFEFREEKETH D,

4) BUEESSMMEL > DIKERAERE (FSMXORKE)

MMM XA TIRE DD > CRRERNS ML > HIKEREAE (B (CHEITRVWEESmEL >
HIKEBPEZED) OO5. EREGIERTEIZ 746 (FEFEE 51 41) (CDWTHETZ
EieUlz (R7). FREKRDOIERC EDAERIE. ABEN 31 ¥k BRIN 14 ¥k, CENY1
¥R, FEEINN 14K, GBI 27k THho e, ABE31 %D S5, TEAMBEE TI A&REEL

(11 #k. 35.5%). RUL\T TB3264 LEIBIAEE (UT) &M o7z (B 71k, 22.6%). ME
BHEETFE (emmB) (CDWTIEemml.0 "&EHZE< (114K, 35.5%). RW\T
emma89.0 "M o7z (9#k. 29.0%). T1 ODEELERRIIVEEFD 5.3% M5 35.5% & KIEIC
FRUEZ,

BEFDOFIEMBR(E. Ib BN 5HK (35.7%) EmREZE L. RWTVEN 4K (28.6%)
THolz. GEDMEREMLTFE(L. stG6792.3 W'&mbB% < (78K, 25.9%). RW\T
StG485.0 "% M o7z (5%k. 18.5%), (X& :A8&)
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&6 D) \RIAMMEEAMEBRMERLIRN

HNNRGR —CEETFE

. s o
i HER MPZ Z ot BRHENT
Klebsiella pneumoniae 55 18 4 (GES) 33
Klebsiella aerogenes 43 1 (NDM) 42
Enterobacter cloacae complex 38 2 1 (IMI) 35
Escherichia coli 18 3 5 (NDM,OXA-48) 10
Citrobacter spp. 5 2 0

Serratia marcescens 4 0

Providencia spp. 2 1 0

Klebsiella oxytoca 1 0 1

ast 166 26 11 129

*ORIZIMPRILIANCIRHE SN h LR~ —H DFESE
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VI iR
x7 BEEVSMMEL > UEKERREAES 2023 F maEkithX

E8 R 4R SRERE LA wiE mEH mAE emm% ERE EA ]
1 90 M 2023/1/5 KIRFF  EEGEL Y EREBRRE S. dysgalactiae subsp. G stG6792.3
2 67 M 2023/1/12 EER  RBUERABLUYIRERPIE S progenes A TB3264 emm89.0 speB, speC
3 51 F 2023/1/18  KBRFF  BUERABLUYIREBREAE S progenes A T9 emm9.0 speB
4 95 F 2023/1 KIRAF  BUERGHELUYIREREIE S dysgalactiae subsp. G 5tG485.0
5 84 F 2023/2/2 EER BUERGHELUYIRERPEIE S dysgalactiae subsp. eq G stG6792.3
6 84 M 2023/2/5 ZRE  EEBHLUYKERLE S. agalactiae B V
7 83 M 2023/2/9 ZREE  BIERGHLUYHREBRLE S 9 iae subsp. G 5tG840.0
8 79 M 2023/2/9 EER BHERGHELUYIRERPIE S dysgalactiae subsp. eq G stG2574.3
9 71 M 2023/2/20  KWREF < BUERGELUYKEBRLE S dysgalactiae subsp. G stC74a.0
10 90 M 2023 KIRFF — BUERGELUYHREBRLE S iae subsp. G 5tG485.0
1175 M 2023 KIRAF  BUERGHELUYIRERREIE S dysgalactiae subsp. G stG6792.3
12 92 F 2023/3/1 KIRFF  BUERGELUYHKERLEE S dsgalactiae subsp. G stC10.0
13 70 F 2023/3/6 RIRFF  EEBHL Y HREREE S. agalactiae B IX
14 72 F 2023/3/15  REEF  BUERIGHLUYHMERPE S dysgalactiae subsp. G stC36.0 ET
15 80 M 2023/3/24 HHAFF BUERGELUYKBERLE S dsgalactiae subsp. eq G stG245.0
16 54 M 2023/3/24 EER BUERABLUYHRERPEE S pyogenes A TB3264 emm89.0 speB, speC b
17 89 M 2023/3/30  KMRAF  BUERIGHLUYHMERPE S dysgalactiae subsp. G stG6792.3 ET
18 87 F 2023 KIRAF  BUERGHLUYHBEBEIE S dysgalactiae subsp. eq G stG6792.3
19 59 F 2023/4/3 KIRFF  EECHL Y BREBRLAE S. dysgalactiae subsp. c stC6979.0 RET
20 53 M 2023/4/9 REEE  BUERABLUYHERLE S progenes A T emm1.0 speA, speB, speC
21 79 F 2023/4/13 HRBER BUEEBBLUYIKERLIE S agalactiae B V
22 85 M 2023/4/15 EER  BUERBHELUYHEBEE S agalactiae B V
23 69 M 2023/4/28  KIRFf BUERGHLUYHEBRREE S 4 iae subsp. G 5tG840.0
24 90 M 2023/4/30 KRR RBUEEBHELUYIRERPAE S agalactiae B b
25 46 M 2023 EEE  BUERBHLUYHEREE S agalactiae B V
26 63 M 2023/5/3 W BERGHLUYHRERLE S 9 iae subsp. G 5tG485.0
27 85 F 2023/5/21 EER  EEGHLUYHEBRRE S. dysgalactiae subsp. G 5tG840.0
28 OM M 2023/5/24 EER BUEEBHELUYIKEBRE S agalactize B Ia
29 79 M 2023/5/29  EEW  BUERBELUYIREREIE S agalactise B b
30 56 M 2023/5/31 EER BIUERGELUYIKERRIE S dysgalactiae subsp. G 5tG6792.3
31 74 M 2023/6/4 EEE  BUERGHELUYEKEBREIE S dysgalactiae subsp. G stC36.0
32 91 F 2023/6/10 EER BUERBELUYIREREIE S agalactise B b
33 57 F 2023/6/12 HRRR  BUEEBHLUYHERRE S agalactiae B Ia
34 50 F 2023/6/14  RERF  BUERABLOUHERRIE S pyogenes A TI emm1.0 speA, speB, speC
35 45 M 2023/6/18  EEEAF BUERGHLUYHEBREE S 4 iae subsp. G stG2078.0
36 76 F 2023/6/23 EER  EEGHLUYHRERRE S. dysgalactiae subsp. G stG245.0
37 79 M 2023/6/25 EER RBUERABLUYIRERPIE S progenes A T-UT emm91.0 speB
38 63 F 2023/6/26  KBRFT  BUERABLUYREBEE S pyogenes A T-UT emm112.2  speB
39 72 M 2023/7/1 FRR  EEBHLUYHREREE S. agalactiae B b
40 65 M 2023/7/3 KIRAF  BUERBHELUUHKEREIE S agalactiae B b
41 80 F 2023/7/5 EER BUEEBELUYIREBRE S agalactize B 1
42 49 M 2023/7/5 R BERGHLUYHRERLE S 9 iae subsp. G stC1400.0 T
43 86 F 2023/7/6 AR BUERGHLUYHBEBEIE S dysgalactiae subsp. eq G stG485.0 A
44 73 F 2023/7/9 EER  BUERABLUYHREBRREE S pvogenes A T-UT uT speB
45 68 F 2023/7/25 EEAF  BUERGHLUYHEBRE S 4 iae subsp. G 5tG840.0
46 96 F 2023/8/9 EER BUERGHLUYIEREIE S dsealactiae subsp. G 5tG840.0
47 48 F 2023/8/13 HRE  BUERABLUYIREREIE S pyogenes A TI emm1.0 speA, speB, speC
48 67 M 2023/8/28 EER  BUERABLUYIREREIE S pyogenes A TI emm1.0 speA, speB, speC
49 65 F 2023/8/30 EER  BUERABLUOUHERREE S pyogenes A T emm1.0 speA, speB, speC
50 90 M 2023/8 KIRAF  BUERBHELUKEREIE S agalactiae B 1
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51
52
53
54
55
56
57
58
59
60
61
62
63

64
65
66
67
68
69
70
A
72
73

74

SEF A B AR EREE  F428W

42 F 2023/9/26  RERT  BUERABLUYHRERRFE
44 F 2023/9 KIRFF  BUERABL L HERRE
86 M 2023/10/18 KIRAF  BUERGHLLYHREBPEE
90 F 2023/10/25 KMRAF  BUAERIFREL Y IREREEIE
55 M 2023/10 KIRFF  BUERABL LY RERIE
65 M 2023/10/8  REFF  BIERABLUYREBRREE
32 F 2023/10/10 EER  BUERABLUYREBRREE
58 F 2023/10/16 R#FF  BIERGEL Y IRERELE
51 M 2023/11/4 ERER BIERABLUYREBRRPE
87 F 2023/11/7  FIEILE BIERGHEL U YBREREE
58 M 2023/11/11 FIERILE BIAERABEL LY BRE S AE
77 M 2023/11/19  RER  BUERABLUYRERREE
40  F 2023/11/13 KMAF  BREABLUYRERRPE

76 M 2023/11/18 RERF  BUERABLUYREBRPE
37 F 2023/11/19  KIRAF  BIAEB!ABEL VY BREIRRAE
57 F 2023/11/19 EER  BERABL Y REBRRELE
84 M 2023/12/1 EER  BERABLUYEREBRRELE
68 F 2023/12/5  KWRAF  BUAEB!ABEL VY BREIRRFAE
95 F 2023/12/6 RER  BUERABLUYREBRREE
34 F 2023/12/14 KIRAF  BUEEB!ABEL VY BREIRRAE
93 M 2023/12/16 EER  BERABLUVREBRREE
9 F2023/12/19 EER  BERABRLUYHERRE
49 M 2023/12/23 FIERILE BUERABL LU REBRREE
41 F 2023/12 EER  BUERABLUYHRERBREE

S. pyogenes
S. pyogenes

S. d lactiae subsp.

S. anginosus
S. pyogenes
S. pyogenes
S. pyogenes

S. d lactiae subsp.

S. pyogenes

S. d lactiae subsp.

S. pyogenes
S. pyogenes
S. pyogenes
S. pyogenes
S. pyogenes
S. pyogenes
S. pyogenes
S. pyogenes
S. pyogenes
S. pyogenes
S. pyogenes
S. pyogenes
S. pyogenes

S. pyogenes
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T12

T-UT

T-UT
T1
T1

T1

TB3264
T1
TB3264
T1
TB3264
T-UT
T12
T12
TB3264
TB3264
T-UT
T1

T12

T12

emm12.0
emm89.0

stG6792.3

emm89.0
emm1.0
emm1.0
stG245.9
emm1.0
stG652.1
emm89.0
emm]1.0
emm89.0
emm]1.0
emm89.0
emm49.11
emm12.0
emm12.0
emm89.0
emm89.0
emm81.0
emm1.0
emm12.0

emm12.0

speB, speC

speB, speC

speB
speB
speA, speB

speB

speB, speC
speA, speB, speC
speB

speA, speB, speC
speB

speB

speB

speB, speC
speB

speB, speC
speB

speA, speB, speC
speB
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